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INTRODUCTION RESULTS AND DISCUSSION
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Figure 1: Heatmap of the 6 ncRNAs differentially expressed
between patients classified with M and primary P tumors.

CONCLUSION

The lncRNAs LINC01405-210, CCDC26-315, and TCL6-206

were highlighted as potential biomarkers for diagnosing,
--quantMode prognosis, and monitoring CC. Functional studies and

TranscriptomeSAM validations are needed to confirm their clinical role.
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